Cloning and characterization of a curcin gene encoding a ribosome inactivating protein from Jatropha curcas.
A curcin gene was isolated by using genomic walker technology and revealed to encode the type-1 ribosome inactivating proteins (RIPs). Analysis of 1802 bp segments revealed the gene including a 694 bp 5' flanking region, a 882 bp open read frame (ORF) and a 226 bp 3' flanking region. There are one putative TATA boxes and two possible CAAT box lie in the 5'-flanking region. The ORF encodes a 32 kDa precursor, which contains a 42 amino acid signal peptide. Two possible polyadenylation signals are found in the 3'-flanking region. No introns were found, which is typical of other RIPs gene that has been sequenced. The deduced amino acid sequence of Curcin gene coding region shares high homology with RIPs, e.g. ricin A-chain, gelonin, abrin A-chain, bryodin, trichosanthin and momorcharin, which were found to be 34% (99/287), 34% (98/287), 37% (89/240), 34% (86/249), 36% (87/241) and 36% (88/241), respectively. The cloning of the gene is important foundation to further study the structure, expression and regulation mechanism.